with an outer set of primers were followed by 15 cycles with an inner set to enhance specificity after the addition of S units of Taq polymerase. Amplified DNA (5 ng) was spotted onto nylon filters (Gene Screen Plus; New England Nuclear, Boston) and fixed by UV illumination.
The filters were prehybridized overnight at 50#{176}C in S x SSPE (10 mmol/L sodium phosphate, pH 7.0, 0.18 mol/L NaCl, and I mmol/L EDTA), 7% SDS, 100 jzg/mL sonicated, denatured salmon sperm DNA and 5% Denhardt's solution, and hybridized for three hours at 50#{176}C in the presence of 6 ng 'y32P-labeled oligomer probe. Oligomers specific for the wild-type and mutant alleles in conjunction with a negative control were used.3' Posthybnidization filters were washed twice in 2 x SSPE, 0. 1% SDS for five minutes at room temperature, and once in S x SSPE, 0. 1% SDS for 30 minutes at 50#{176}C. A final high stringency wash in 5 x SSPE, 0.1% SDS was performed for ten minutes at 63#{176}C. Filters were exposed to Kodak XAR film for 12 hours at -70#{176}C using intensifying screens. (Fig 2A) . Peripheral blood cells of case I 0 exhibited a mutation at codon 1 2 of N-nas substituting alanine (GCT) for glycine (GGT) (Fig 2B) . 
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